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Distribuzione globale del virus HSN1 HPAI e di altri AIV osservati dal 2023
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HPAI in EU/EEA e UK: distribuzione dei casi dal 2016

Distribuzione del numero di
rilevamenti del virus HPAI
nei volatili selvatici (12.910)
(a) e domestici (7.469) (b)
segnalati in Europa durante
otto anni epidemiologici per
mese, dal 1° ottobre 2016 al
25 ottobre 2024 (20.379)

Source: EFSA/ECDC/EURL avian influenza reports
https://efsa.onlinelibrary.wiley.com/doi/toc/10.
1002/(ISSN)1831-4732.avianinfluenza
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https://efsa.onlinelibrary.wiley.com/doi/toc/10.1002/(ISSN)1831-4732.avianinfluenza

MINACCIA PER LA SALUTE UMANA

Table 4: Most recent human cases due to avian influenza viruses, by virus subtype

Total cases

New cases Number of Countries reporting

reported
1 Dec 2023-
12 Mar 2024

Source: ECDC line list and WHO.

reports with
disease onset
or detection in
2023 and 2024

(deaths)

human cases

Avian influenza overview December 2023-March 2024 A(H?)NB) - One case in 2023 3 (1) China
- since 2022
Number of cases
A(H5N1) Five cases in A total of 12 887 (462) A total of 23 countries
@ Cambeaodia, cases/detections since 2004 reported cases.
including one in 2023 EU/EEA: Spain, with virus
m death fragment detections in
10 Five cases in two poultry workers
2024 considered contamination
o0 - and no productive
. . infections.
" B A(H5NG) Two cases in Six cases in 2023 90 (35) China (89), Laos (1)
China, since 2014
© including one
Y II I l death
. ] ] l -—_ =
A A A A A A L A A A A A N AR A A(H9N2)  Four cases in Nine cases in 132 (2) No EU/EEA country.
e e T ek o e e China 2023 since 1998 China (119), Egypt (4),
 Pakistan B 5pain  Thailand Tarkiye B Vistnam WUnited Kingdom® @ United States® Bang|adesh (3)!
Two cases in Cambodia (2), Oman (1),
2024 Pakistan (1), India (1),
Senegal (1)
A(H10N5) One fatal case One case with 1 (1) first China (1)
in China onset in 2023 reported in
2024



«ll segreto vincente dei virus del clade 2.3.4.4b A(H5)»
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Europe: Emergence of H5 clade 2.3.4.4b reassortants

Epidemic wave: 2020-2021 Epidemic wave: 2021-2022 Epidemic wave: 2022-2023 Epidemic wave: 2023-2024
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| virus 2.3.4.4b sono piu plastici di

. . AB (H5N1-A/duck/Saratov/29-02V/2021-like) EPI_ISL_5463797

q u al S I aS | C I ad e G S / G D p reced e nte AF (HSN1-A/chicken/Italy/I1ZSLT-122448 21VIR9218-1/2021-like) EPI_ISL 7733644
" BB (H5N1-A/Herring_gull/France/22P015977/2022-like) EPI_ISL_13519451
CH (H5N1-A/Eurasian_Wigeon/Netherlands/3/2022-like EPI_ISL_15925882
CK (H5N1 A/Cormorants/Sweden/SVA240102520114/FB00004/M-2023-like) EPI_ISL_18815224

I (H5N5-A/whooper_swan/Romania/10123_21VIR849-1/2021-like) EPL_ISL_1665268
g IR Q g Q DA (H5N1-Afmute_swan/Slovenia/PER1486-23TA_23VIR10323-22/2023-like) EPI_ISL_18612233
Impress|onante capac|ta di riassortimento. DB (HSNL Afherring gul/Germany-NI/2023AI08764/2023-like)
DC (HSN1-A/Common_Buzzard/Netherlands/23023642-002/2023-like) EPI_ISL_18506031
DD (HSN1-A/Pheasant/England/113705/2023-like) EPI_ISL_18538399
DE (H5N1-A/Chicken/Scotland/114176/2023-like) EPI_ISL_18538402

DF (H5N1_A/hens/Bulgaria/309_24VIR2991-20/2024-like) \
DG (H5N1-A/Gallus_gallus/Belgium/11307_0002/2023-like) EPI_ISL_18607170
. . . DH (H5N1-A/teal/Italy/23VIR11492-4/2023-like) EPI_ISL_18812084
M an te n I m e nto d el g e n I DI (H5N1-A/mute_swan/Paland/MB008-1/2024-like) EPI_ISL_18787976
DJ (H5N1 A/Barnacle_Goose/Netherlands/24000825-002/2024-like) EPI_ISL_18918831
N . . DK (H5N1-A/barnacle_goose/Denmark/09539-1.02/2023-like) \

e u r aS I atl CI H A N A M DL (H5N1-A/Chicken/England/005435/2024-like) EPI_ISL_18927384
) ) o DM (HSN1-A/cygnus-olor/Romania/16868_24VIR1002-1/2023-like) EPI_ISL_18956171
DN (H5N1-A/peregrine-falcon/Cyprus/24VIR1053/2024-like) EPI_ISL_18956184
DO (HSN1 Affox/Germany-BW/2024A100417/2024-like) EPI_ISL_18937337
DP (H5N1 A/turkey/Poland/H40-T2/2024-like) EPI_ISL_19033547
DQ (H5N1_A/chicken/Germany-MV/2024A100860/2024-like) EPI_ISL_19014079
. . . . . . DR (HSN1_A/Red_Knot/Germany-SH/2024A101285/2024-like) EPI_ISL_19014084
Fusaro A., Zecchin B., et al. Virus Evolution, 2024; https://doi.org/10.1093/ve/veae027 05 (HoNE a/hod Koot oo ot/ 20248100485, 2004 i) oy 1S 19030161



HPAI: Challenging dogmas

“New challenge: |la globalizzazione di
un clade plastico (2.3.4.4b) el
rischio per I'emergere di virus con
nuove capacita”

Paradigma
o Q . . - .
| virus presenti negli uccelli delle Americhe e

dell'Eurasia rientrano in due clade distinti,
indipendentemente dal sottotipo”.




HPAI: Challenging dogma SV

Paradigma
“‘Sporadica «New challenge:

diffusione Infezione di una vasta gamma

dell'HPAIV nel di mammiferi ”
mammiferi”




Clade 2.3.4.4b: Unprecedented impacts on mammals
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American black bear {Ursus amenconus) m‘ Caracal {Caracal caracar) Ferrot (Mustelo fura) [“ Raccaon (Procyon lator) ,.Q
Casplan seal (Puso cosprce) - Fisher caz [Pekania pennant!) Red fox (Vulpes vwipes)

American mink {Neogate vison) }
n American pine marten (Martes amerkaona)

Amur leopard {Ponthera pardus orientals)
” Amur tiger (Panthero tigris)
Asiatic black bear (Ursus thibetanus) ™
ﬁ“’ Beoch marten (Martes foina)

Bobcat (Lynx rufus) H

Bottlerose dolphin (Tursiops trancatus)
Brown bear {Ursus arctos) ﬂ

p Burmeister’s porpose |Phocoena spinipvinss)

Cat [Fels catus)

ph~

Chilean dolphin (Cephalorbynchus eutropic)

[ Common dolphin (Oefphinus delpfis)

Coyote [Cons iotrans) ﬁ
ﬁ Dog (Canis lupus famibaris)
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Eurasian otter {Lwtro Jutra) _”

European polecat (Mustelo putorius)

-~
Skunk (Meptytis mephitis} * &

Sauwth American coats (Nasue nasua)

Grey seal (Holchoerus grypus)
. Harbour purpoise (Phococena phocoena)
. South America fur seal (Arcrecephaivs
Harbour seal [Fhoco wiulino) o e v
austrolis)
Sowth American bush dog (Speothos
venaticus| g™
South American sea lion (Otorie ‘

[lavescens)

‘ Japanese raccoon dog (Nyctereutes vivernnus)
Kaodiak grzaly bear (Wrsus arctos harnbils) '

Marine otter (Lantro fefing)

Mountain bon [Puma concolor) v

A' North American river otter {Lonlro conadensis)
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Kﬁou'.ncm mver otter {Lontra provocax)

Virgnea opossum (Dvdelphes wrgimane) !‘
White-sided dolphin ((agenorhynchus 5

acutus) b

Pig (Sus scrofa)

Modified from Adlhoch C, et al, 2023. Scientific report: Avian influenza overviewApril-June2023.EFSA Journal 2023;21(7):8191,54pp. https://doi.org/10.2903/j.efsa.2023.8191
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Outbreaks in mammals caused by 2.3.4.4b H5 HPAI
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Migliaia di leoni marini in Peru, Cile
e Argentina. Migliaia di elefanti
marini in Argentina
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Clusters of infection caused by 2.3.4.4b H5 HPAI EaNY.

Wild birds?



Rapid communication & Open Access

Highly pathogenic avian influenza A(HSN1) virus infection  Like B
in farmed minks, Spain, October 2022 ' = M check for updates

W - P _— - b #mm Ll a I 1 Eermm=a 7 Z i B = o i
Montserrat Agiero™” | Isabella Monne=" ({8, Azucena Sanchez” | Bianca Zecchin® ), Alice Fusaro®
I L i r - v ialla Aremied Do - I o d X - F I Ar 3 5 e 5
Maria José Ruano’ , Manuel del Valle Amrojo? | Ricardo Fernandez-Antonio® &), Antonio Manuel Souto® , Pedro Tordable® |, Julio Canas®

[ ] i~ A | Torrormirmg g Y —
Francesco Bonfamte | Edoardo Giussani® , Calogero Temregino* , Jesus Javier Orejas

Individuato I'H5N1 nei visoni che presentavano segni

respiratori e neurologici.

Aguiero Montserrat, et al. Euro Surveill. 2023;28(3):pii=2300001. https://doi.org/10.2807/1560-7917.ES.2023.28.3.2300001 Received: 02 Jan 2023; Accepted: 18 Jan 2023



Insights from the epidemiological investigation

Ottobre 2022, Spagna
-La malattia si e diffusa in poche settimane in tutto
I'allevamento.
-Nelle settimane precedenti |'epidemia
nell'allevamento di visoni, il virus era stato rilevato
negli uccelli selvatici della regione.

-1 visoni erano ospitati in ricoveri non
completamente chiusi sui lati.

-Nessuna prova che gli allevamenti di pollame che
fornivano mangime agli allevamenti di visoni
avessero registrato focolai di AlV.
-L'allevamento era frequentemente visitato da
uccelli selvatici (ad esempio, gabbiani).

Aguero Montserrat, et al. Euro Surveill. 2023;28(3):pii=2300001. https://doi.org/10.2807/1560-7917.ES.2023.28.3.2300001
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Approfondimenti dall'indagine genetica: Come si e diffuso il virus all'interno

Spain H5N1 clade 2.3.4.4b, 2022
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Network analysis of the concatenated complete genomes of viruses belonging to the

A/Herring_gull/France/22P015977/2022-like genotype (Bel: Belgium, Fra: France, Ne: The Netherlands, Ir: Ireland).

Aguero Montserrat, et al. 2023. https://doi.org/10.2807/1560-7917.ES.2023.28.3.2300001

| virus rilevati negli allevamenti di
animali da pelliccia si distinguono
dai virus aviari del clade 2.3.4.4b
H5N1:

Presentano marcatori di
adattamento ai mammiferi nel gene
PB2 (T271A);

Possibile trasmissione da
mammifero a mammifero
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“Eurosurveillance

Outbreaks & Open Access
Highly pathogenic avian influenza A(H5N1) virus infections
on fur farms connected to mass mortalities of black-headed

gulls, Finland, July to October 2023 M) Check for updates

Lauri Kareinen' @@, Miina Tammiranta’ @, Ar Kauppinen! {{#, Bianca Zecchin? @@, Ambra Pastori2 |, Isabella Monne? @, Calogero Terregino?
iussaniZ {#®, Riikka Kaarto? arkama’ @@, Tanja Lahteinen' , Hanna Lounela lija Kanta ™, llona Laamanen’

f8), Laura London (), Otto Helve# , Sohvi K&ariginen* , Niina Ikonen? , Jari Jalava® , Laura Kalin-Mamtéri?, Anna Katz?

avolainer-Koprat , Erika Lindh? | Tarja Sironen® (@), Essi M KorhonenS (@, Kirsi Aahtonen® @@, Monica Galiano® @), Alice Fusaro?

), Edoar

Luglio-ottobre, 2023, Finlandia

-76 allevamenti colpiti
-l virus e stato sequenziato in

27 diversi allevamenti di
animali da pelliccia.
-Genotipo BB
-Introduzione da parte di
uccelli selvatici

O -Passaggi del virus da un'azienda ad altre e ot
. e di nuovo agli uccelli selvatici.
FarmD
FarmgE
. FarmF
FarmG
. FarmH
. Farml
FarmJ . . .
B ramc Incursione di un singolo
B o virus, seguita da
reme trasmissione ed evoluzione
g e all'interno dell'azienda (da
FarmR
W s mammifero a mammifero).
. FarmT
. FarmV
. FarmwW
FarmX
. Farmy
B oz I
. Europe : I:_:I . —l_
B wid birds S ;
 E—
! |+|;1='1—
L—
20225 202275 2023 2023,25 20235 202375

Kareinen et al, Euro Surveill. 2024;29(25):pii=2400063. https://doi.org/10.2807/1560-7917.ES.2024.29.25.2400063
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Marine mammals, South America clade 2.3.4.4b H5 HPAI

Gamarra-Toledo et al., 2023 EID

- Dalla fine del 2022, sono state segnalate molteplici infezioni da clade 2.3.4.4b A(H5N1) nei
mammiferi marini lungo le coste sudamericane di Peru, Cile, Argentina, Uruguay e Brasile,

compreso un evento di mortalita di massa senza precedenti (~17.000 individui) nell'ottobre 2023
negli elefanti marini meridionali (Mirounga leonina) a Peninsula Valdés, Argentina.
-Sintomi nervosi (tremori e convulsioni) oltre a dispnea e altri sintomi respiratori.
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Home Eurosurveillance Volume 28, Issue 31, 03/Aug/2023  Article

Research & Open Access
Outbreak of highly pathogenic avian influenza A(H5N1) Raw poultry meat:
clade 2.3.4.4b virus in cats, Poland, June to July 2023 B Download

M) Gheck for updates most probable source of
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Emerging seasonal and pandemic influenza infections

Characterization of highly pathogenic avian influenza A
(H5N1) viruses isolated from cats in South Korea, 2023
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HPAI Confirmed Cases in Livestock Herds
as of September 17, 2024

Last reported confirmed detection Friday, September 13, 2024 Download Data
Data updated weekdays by 12pm Eastern

Confirmed Cases Total Outbreak States Affected Total Outbreak
208 14
Legend
Number of Confirmed 0 B w20
Cases by State 1010 [l 20+

First detection: late March 2024

WA
MT

H5N1(HPAI) in 208 dairy herds in 14

ME

states
OR TT.\:H
NY
= B Decreased herd level milk production;
M thicker, concentrated, colostrum-like
. - MD .
- o o wv,” DCpg milk; abnormal tacky or loose feces,
i EY i .
ca = lethargy, dehydration, and fever
= NC
A7 AR .. .
. s¢ Asymptomatic infection reported
AL Ga
LA
FL
AK

https://www.aphis.usda.gov/livestock-poultry-disease/avian/avian-influenza/hpai-detections/livestock



H5N1(HPAI) Detections in Livestock in USA

Singola introduzione del virus da uccelli selvatici a bovini
da latte con una data stimata di dicembre 2023 (4 mesi
prima del rilevamento);

Genotipo B3.13 (descritto finora solo negli USA);

Dopo l'introduzione, persistenza del virus nelle popolazioni
bovine e trasmissione da bovino a bovino;

Le movimentazioni di bovini hanno permesso la diffusione
del virus;

La trasmissione tra vacche in lattazione avviene
probabilmente durante le operazioni di mungitura.



Current HPAI in Cattle
Outbreak (2024)

Case Reporting

HPAI data among people in the USA

CDC and state and local health departments

monitor people exposed to infected cattle for 10 days
after exposure. Between March 2024 and now, there
have been

* Atleast 1,570 people monitored

¢ At least 62 persons tested for novel influenza A

Total Reported Human Cases of H5 in the United States

since 2022: 11

Human Cases of H5 Following Exposure to Dairy Cattle

since April 1, 2024: 4 ‘
Human Cases of H5 Following Exposure to Poultry since

April 28, 2022: 7 (6in 2024)

States with Reported Case(s): Colorado, Michigan, Texas

Sperimentala ¢slie Vonazie

10 human infections in the USA in 2024

https://www.cdc.gov/bird-flu/h5-monitoring/index.html



https://www.cdc.gov/bird-flu/h5-monitoring/index.html

Pandemic risk posed by currently circulating H5 Gs/GD/96 ZaNY,

HA mutated to a2-6 SA
preference

Lower pH of fusion and
more heat stable

viruses

0.9%’7
56.7% 43.3%
99.1%

e Polimerasi > " —

Mutations in the PB2 protein
o Fatto ri d i re St ri z i O n e 701N m627K-701IN m627K M526R-627K mM271A  nomut

* Legame con il recettore umano
* Efficiente trasmissione aerogena

Ad oggi, nessun riassortimento con virus umani



Pandemic risk posed by currently circulating H5 Gs/GD/96 ZaNY,

HA mutated to a2-6 SA
preference

Lower pH of fusion and
more heat stable

viruses

* Polimerasi
* Fattori di restrizione mm)

Protein Mutation Effect
Evasion of human BTN3A3 (a potent
NP ¥52N inhibitor of avian but not human influenza

A viruses replication)

* Legame con il recettore umano

* Efficiente trasmissione aerogena

Ad oggi, nessun riassortimento con virus umani
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§ _ Bwotes ___________ KdcountingBd samplesifn<-2Bd samplesat _Mat K

HA(H5):D94N Increased pseudovirus binding to a2-6 H3 numbering: 101 3 Ajturkey/Poland/H1A/turkey/Poland/H15uttie A. et al., (2013); Su Y. et al., (2008)
HA(HS5):E251K Increased virus binding to a2-6 H3 numbering: 255 8 A/chicken/Northerr A/chicken/Northerr Suttie A. et al., (2013); Chen L.M. et al., (2012)
HA(H5):E75K;HA(H5):5123P Increased virus binding to a2-6 H3 numbering: 83;128 1 A/chicken/Scotland, A/chicken/Scotland, Suttie A. et al., (2013); Yamada 5. et al., (2006)
HA(HS5):N154D Decreased virulence in mice H3 numbering: 158 4 Afperegrine_falcon Afperegrine_falcon, Suttie A. et al., (2013); lin F. et al., (2019)
HA(H5):P2355 Increased virus binding to a2-6 H3 numbering: 239 6 A/great_crested_gr Afgreat_crested_gr Suttie A. et al., (2013); Watanabe Y. et al., (2011)
HA[H5):0192R Increased virus binding to a2-6 H3 numbering: 196 2 Afchicken/Spain/83 A/chicken/Spain/89 Suttie A. et al., (2019); Watanabe Y. et al., (2011); Ch
HA[H5):5123P;HA(H5)2-5:R167K Increased virus binding to a2-6 H3_numbering: 128,436 6 A/domestic_goose/ Afdomestic_goose/ Suttie A. et al., (2019); Yamada S. et al., (2006)
HA(H5):5133A Increased pseudovirus hinding to a2-6 H3 numbering: 137 3362 Affox/England/015¢ Suttie A. et al., (2013); Yang Z.Y. et al., (2007)
HA[HS5):51334;HA(H5):T188] Increased pseudovirus binding to a2-6 H3_numbering: 137;192 6 A/Caspian_tern/Ast A/Caspian_tern/Ast Suttie A. et al., (2019); Yang Z.Y. et al., (2007}
HA(H5):5154N Increased virus binding to a2-6 H3 numbering: 158 3356 Affox/England/015¢ Suttie A. et al., (2013); Wang W. et al., (2010)
HA[HS5):5155N Increased virus binding to a2-6 H3 numbering: 159 16 A/northern_gannet A/northern_gannet Suttie A. et al., (2019); Wang W. et al., (2010)
HA(H5):5155N;HA(H5): T156A Increased virus binding to a2-6 H3_numbering: 159;160 16 A/northern_gannet A/northern_gannet Suttie A. et al., (2019); Wang F. et al., (2015); Wang V
HA[HS):T156A Increased virus binding to a2-6;Increased transmission in guinea pigs ~ H3 numbering: 160 3350 Affox/England/015¢ Suttie A. et al., (2019); Wang W. et al., (2010); Gao Y.
HA(H5):T188I Increased pseudovirus hinding to a2-6 H3 numbering: 152 6 A/Caspian_tern/Ast A/Caspian_tern/Ast Suttie A. et al., (2019); Yang Z.Y. et al., (2007)
HA[H5): V182N Increased virus binding to a2-6;Decreased virus binding to a2-3 H3 numbering: 186 3363 Affox/England/015¢ Suttie A. et al., (2019); Lu X. et al., (2013}

HA(F . o . . ;e o . . . :anabeY. et al., (2011)
HAZ| X. et al., (2019)

+ Sviluppo di un nuovo strumento per identificare automaticamente nei genomi di 5%

M1 A. et al., (2019)

M1 e e e I I e M I e I I 1 I I b e I I A etal., (2013)

= AIV i determinanti molecolari coinvolti nell'attraversamento della barriera delle =i ..
M2:1 Y. et al., (2010); Bean W.1.
Ma2:l . e, ® o . o . . . . . Y. et al., (2010); Bean W.J.
specie ospiti (aviari-mammiferi) (disponibile on line) tetal 010, oG
NA[NL:ASESI LISFUPTION OT TNE Secona SIaIC acla DINging SIe |3by) Y3l A/TOX/ENGIANA/ULIY

NA(N1):D199Y Reduced inhibition to Oseltamivir;Reduced inhibition to Zanamiriv;Normal Inhibition to Peramivir;Normal Inhibition to Laninamivir 1 A/goose/Spain/472. A/goose/Spain/472" Takashita E. et al., (2020)

NA(N1):E115G Reduced susceptibility to zanamivir;Reduced susceptibility to peramivir 4 Afcanada_goose /S Afcanada_goose /S Suttie A. et al., (2019); Baek Y.H. et al., (2015)
NA(N1):E115G Normal Inhibition to Oseltamivir;Highly reduced inhibition to Zanamivir;From reduced to higlhly reduced inhibition to Peramivir 4 Ajcanada_goose_ /¢ Afcanada_goose /SHurt A.C. et al., (2009); Baek Y.H. et al., {2015)
NA(N1):E115G Normal Inhibition to Oseltamivir;Highly reduced inhibition to Zanamivir;From reduced to higlhly reduced inhibition to Peramivir;Hig 4 Afcanada_goose_/Afcanada_goose /SBaek Y.H. et al., (2015); Lloren K.K.5. et al., (2019); Pi
NA(N1):H275Y Reduced susceptibility to oseltamivir; Reduced susceptibility to peramivir 1 A/fswan/Italy/22VIR A/swan/Italy/22VIR Suttie A. et al., (2019); Nguyen H.T. et al., (2013); Gul
NA(N1):H275Y From reduced to higlhly reduced inhibition to Oseltamivir;Normal Inhibition to Zanamivir;From reduced to higlhly reduced inhibitior 1 Afswan/Italy/22VIR Afswan/Italy/22VIR Nguyen H.T. et al., (2013); llyushina N.A. et al., (2010
NA(N1):H275Y Highly reduced inhihition to Oseltamivir;Normal Inhibition to Zanamivir;From reduced to higlhly reduced inhibition te Peramivir;Nol 1 A/swan/Italy/22VIR Af/swan/Italy/22VIR Baz M. et al., (2009); Okomo-Adhiambo M. et al., (20
NA(N1):H275Y Highly reduced inhibition to Oseltamivir;Normal Inhibition to Zanamivir;Highly reduced inhibition to Peramivir 1 Afswan/Italy/22VIR Afswan/Italy/22VIR Okomo-Adhiambo M. et al., (2010); Choi W.Y. et al., {
NA(N1):1117T Reduced susceptibility to oseltamivir; Reduced susceptibility to zanamivir 19 A/Great_black-bach A/Great_black-bachk Suttie A. et al., (2019); Kode 5.5. et al., (2019)
NA(N1):1117T Reduced inhibition to Oseltamivir;Reduced inhibition to Zanamiriv 19 A/Great_black-back A/Great_black-back Kode S.5. et al., (2019)

NA(N1):1117V Normal Inhibition to Oseltamivir;Normal Inhibition to Zanamivir 8 A/pheasant/Englan Afpheasant/Englan Kode 5.5. et al., (2013); llyushina N.A. et al., {2010); Lt
NA(N1):1223K Reduced inhibition to Oseltamivir;Normal Inhibition to Zanamivir;Normal Inhibition to Peramivir;Normal Inhibition to Laninamivir 1 A/Chicken/Sweden/ A/Chicken/Sweden/ Takashita E. et al., (2015); Nguyen H.T. et al., (2010);



Rischio zoonotico: lo scenario attuale

e La trasmissione tra mammiferi e stata ipotizzata sulla base delle indagini genetiche ed
epidemiologiche condotte, soprattutto negli allevamenti di animali da pelliccia e di
bovini da carne.

* La trasmissione da uccelli infetti all'uomo rimane un evento raro. La trasmissione da
un mammifero infetto all'uomo e stata osservata nei bovini da carne.

| virus continuano a diversificarsi a livello globale e, con la migrazione degli uccelli
selvatici, altri ceppi di AIV portatori di potenziali mutazioni di adattamento ai
mammiferi potrebbero spostarsi attraverso i continenti.



To do list

L'accesso a processi diagnostici rapidi, sostenibili ed economici deve essere
mantenuto anche in contesti con risorse limitate.

E necessario potenziare la sorveglianza nell'uomo e negli animali (compresi i
mammiferi, con particolare attenzione alle specie altamente suscettibili all'infezione
da influenza A), nonché I'analisi genomica e la condivisione dei dati di sequenza.

Forte collaborazione tra i settori animale e umano.

E fondamentale migliorare le misure di biosicurezza negli allevamenti di specie
sensibili ad AlV.

E necessario pensare ad un'attenta riorganizzazione degli allevamenti zootecnici

"Adapted and updated from EFSA et al https://doi.org/10.2903/j.efsa.2024.8735
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